. Nuclear export of 60S subunits is inhibited in mex67Δ and mtr2Δ deletion mutants complemented by Analysis of nuclear export of ribosomal subunits and of mRNA in the indicated mex67Δ and mtr2Δ disruption strains complemented by Tap-p15 (Katahira et al., 1999). For this test, cells were grown at 30°C, except the mex67-5 ts mutant, which was shifted for 1 hr to 37°C to detect mRNA export defects. Subcellular location of the Rpl25-GFP (60S reporter), Rps2-GFP (40S reporter) was analyzed by fluorescence microscopy. Poly(A) + RNA was detected by in situ hybridization with a Cy3-labeled oligo(dT) probe and the DNA was stained with DAPI.
. Molecular modeling reveals a binding platform for 60S subunits on the loop-confined heterodimeric surface of the Mex67-Mtr2 complex (A) Crystal structure (molecular surface representation) of the NTF2-like domains of TAP-p15 complex (upper panel) from human (Fribourg et al., 2001 ) and Mex67-Mtr2 (middle, lower panel) from Candida albicans (Senay et al., 2003) . The subunits p15 and Mtr2 are shown in yellow, TAP and Mex67 in orange. The heterodimer depicted on the left panels gives a view on the top of the loopconfined surface, the heterodimer depicted on the right panels is rotated by 90° and shows a side-view of the loop-confined surface. Indicated (middle panel) are the loop insertions in Mex67 and Mtr2 (dashed line), which are not ordered in the crystal. Shown in red are important positively charged surface residues in Mex67-Mtr2 and a Phe-Gly (FG) peptide (as part of an FG repeat nucleoporin), which binds opposite to the loop-confined surface. Note that C.a. Mtr2 R108 and R137 residues correspond to S.c. Mtr2 R103 and R138, respectively, and C.a. Mex67 R374 corresponds to S.c. Mex67
K343. The overall dimensions of the Mex67-Mtr2 and TAP-p15 heterodimer are given in Angströms (Å). Molecular modeling of the structure of double-stranded 5S rRNA onto the groove-like surface of the Mex67-Mtr2 heterodimer (lower panel). The structure coordinates of human TAP-p15 (1JKG), C.
albicans Mex67-Mtr2 (1Q40) and 5S rRNA (part of 1S1I) were taken from the pdb database (http://pdbbeta.rcsb.org/pdb) and displayed using pymol.
(B) Model of the interaction of Mex67-Mtr2 with the 60S subunit during nuclear export. The loopconfined heterodimeric Mex67 M domain-Mtr2 surface interacts along its longitudinal axis with the exposed part of 5S rRNA (shown in green). The rest of the 60S subunit is depicted in green. Indicated in red is a Phe-Gly repeat of an FG repeat nucleoporin that binds to the Mex67-Mtr2 on the opposite site of the loop-confined surface. Hence, the Mex67-Mtr2 heterodimer can interact via its different surfaces with pre-60S particles and FG repeat nucleoporins during passage through the nuclear pore complex (NPC). Mata, ade2, his3, leu2, trp1, ura3, mex67 ::HIS3 (pRS316-MEX67) (Segref et al., 1997) Mtr2 shuffle strain Mata, ade2, his3, leu2, trp1, ura3, (Santos-Rosa et al., 1998) Arx1-TAP Mex67 shuffle strain Mata, ade2, his3, leu2, trp1, ura3, mex67 , ade2, his3, leu2, trp1, ura3, ) (Baßler et al., 2001 ) TAP-p15 in mtr2Δ , ade2, his3, leu2, trp1, ura3, ) (Baßler et al., 2001) 
Mata
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